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Host bacteria 
S. enterica serotype 

Typhimurium) (HER1023), 
clinical isolate 

P. aeruginosa PAO1, 
clinical isolate 

S. aureus ATCC 25923, clinical 
isolate 

Bacteriophage 
1- PRD1 
(HER23) 

2- P22 (HER161) 
1- E79 

(HER359) 
2- PP7 

(HER369) 
1- K (HER474) 

2- 44AHJD 
(HER101) 

Phage family Tectiviridae Podoviridae Myoviridae Leviviridae Myoviridae Podoviridae 

forward primer 
5’→3’ 

TGTTGTGGTTAATAACCGCA GGGGGATCTTCGGACCTCA AACGGCTTACCAAGGCAACGAT 

reverse primer 
3’→ 5’ 

CACAAATCCATCTCTGGA TCCTTAGAGTGCCCACCCG TGCGCATTTCACCGCTACACAT 

Primer 
reference 

this study (Spilker, Coenye et al. 2004) this study 

  percentage of resistant biofilm isolates† 

bacterial strain phage treatment phage pre-treatment phage post-treatment 

P. aeruginosa PAO1 

PP7 23 (5) 15 (3) 

E79 96 (10) 92 (5) 

mix 75 (8) 82 (9) 

S. Typhimurium 

P22 45 (2) 40 (6) 

PRD1 34 (1) 31 (7) 

mix 28 (5) 36 (5) 

S. aureus 

K 43 (5) 35 (5) 

44AHJD 26 (5) 30 (5) 

mix 33 (5) 27 (5) 

† The number of samples used for each data point is: 5 time points × 3 replicates × 3 biofilm 
samples per replicate × 10 colonies from each biofilm sample = 450. The numbers in 
parentheses represent the 95% confidence intervals. All numbers are rounded to the nearest 
digit. 


