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Figure 2.1 
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B. MMP9:TIMP1 protein

A. Mmp9:Timp1 mRNA

C. MMP9:TIMP1 protein quantification
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Figure 2.5

Non-Smoker At Risk COPD

A. AHR mRNA expression in human lung tissue

B. AHR protein in human lung tissue (mIHC)
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Figure 2.7

A. AHR SNPs

B. rs73079669 C. rs2066853
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Actinomycin D 

(ActD) was purchased from Biomol (Plymouth Meeting, PA). CH-223191 (1-Methyl-N-[2-

methyl-4-[2-(2-methylphenyl) diazenyl] phenyl-1H-pyrazole-5-carboxamide) is from 
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Figure 3.4

A. ULK1
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Figure 3.5

A. Gabarapl1 mRNA

D. Cyp1a1 mRNA

B. Becn1 mRNA
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A. TEM

Figure 3.6
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Figure 3.7

B. Chop mRNA- ActD Chase ExperimentA. Chop mRNA
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D. BMDM LC3 in vitro quantification
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